
















Figure 1. Cladograms favored in recent early hominin parsimony analyses. (A) Most parsimonious 
cladogram recovered by Chamberlain and Wood (19) using Chamberlain's (18) operational 
taxonomic units. Homo sp. = H. rudolfensis. (B) Most parsimonious cladogram obtained in 
Chamberlain (18). African H. erectus = H. ergaster. (C) Cladogram favored in Wood (9). Homo sp. 
nov. = H. rudolfensis and H. aff. erectus = H. ergaster. (D) Most parsimonious cladogram 
recovered by Wood (2). A. boisei includes A. aethiopicus. (E) Most parsimonious cladogram 
obtained by Lieberman et al. (20). 1470 group = H. rudolfensis; 1813 group = H. habilis. (F) 
Cladogram favored by Strait et al. (17) 
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Figure 2. Hominin phylogenetic relationships. The pattern of relationship among Praeanthropus 
africanus, A. africanus, P. aethiopicus, P. boisei, P. robustus, H. habilis, H. rudolfensis,  
H. ergaster, and H. sapiens was obtained in a bootstrap analysis of Strait et al.'s (17) character state 
data. The lack of resolution within Homo is in line with an analysis in which Stringer's (50) data 
were bootstrapped after reallocation to H. ergaster, H. erectus, H. heidelbergensis,  
H. neanderthalensis, and H. sapiens. 
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Fig. 1. Cladogram representing the single most parsimonious phylogenetic hypothesis retrieved by 
adding 96 characters known for Pierolapithecus to a morphological data matrix modified from (2). 
Support for Pierolapithecus as a hominine is strong, but support for its being a sister clade to 
Dryopithecus is less so. We conclude that Pierolapithecus is near the base of the hominine clade. 
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FIGURE 2. A, The four morphologically most parsimonious cladograms (MMPC) recovered for the character by
taxon matrix compiled for the 18 ingroup taxa (Appendix 2). Each cladogram has a tree length of 447 steps and an
RI of 0.69. B, The strict consensus cladogram of the MMPC. The morphologically most parsimonious hypotheses
distinguish two distinct clades of hominoids, a clade of ‘‘archaic’’ hominoids from the early Miocene of East Africa,
and a clade of ‘‘modern’’ hominoids, including all extant hominoids and the earlyMiocene hominoidMorotopithecus.
Numbers above branches indicate Bremer Decay indices for corresponding internal nodes.



















Wood & Collard's cladogram which excludes habilis and rudolfensis from other Homo species. From Wood & Collard 
(1999) 
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